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. substances with a differing MoA after only 3 days of exposure
= 52,000 and 54,000 transcripts could be assembled for

atorvastatin and Bentazon, respectively, with a shared universe

of 46,000 genes

= 53% of the genes for AV and 54% for BT could be annotated
using the Trinotate pipeline

= Pathways enriched by exposure match with the reported

molecular effects of bentazon and atorvastatin

= Biomarkers specific for the MoA of each substance may be
derived from this dataset for future studies for early predictions
of toxic effects on organisms
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